CHEMPARTNER

DEDICATED TO LIFESCIENCE

EPIGENETIC SCREENING

ChemPartner’s in vitro biology team has exclusively developed over 110 epigenetic enzymatic assays, which fully cover histone methylation
and demethylation, histone acetylation and deacetylation, DNA methylation, and methylation/acetylation reader proteins. The established
epigenetic enzyme panel provides comprehensive assay support for early drug discovery.

ESTABLISHED EPIGENETIC ASSAY PLATFORMS BROAD SERVICE SCOPE
ENZYME ASSAYS « Radiometric assays « Assay development (including

« DNA methyltransferases « Fluorescence intensity custom)

+ Histone methyltransferases « FRET * High-throughput sscreening

. Histone demethylases « AlphalISA/AlphaScreen « Compound screening for SAR

« Selectivity panel profiling

« Histone acetyltransferases
« Enzyme kinetics

- Histone deacetylases

. Bromodomains « Compound mechanism of action

— Mode of inhibition and Ki
— Compound reversibility
- Kon and Koff

- Kand K

« Chromodomains
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EPIGENETIC ENZYME ASSAY PANEL SCREEN
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HIGH QUALITY DATA AND FAST TURNAROUND TIMES

's \ N\ N\ N\
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